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Using NCBI Blast to ID sequences 
 

Navigate to the NCBI Nucleotide blast homepage

 
Select “Choose File” to upload your consensus sequence  

 

 

Scroll to the bottom of the page and make sure “Highly similar sequences” is selected

 



Click on BLAST 

Your results will be found here

 
 

 

 

Downloading a sequence from GenBank 
 

Navigate to the NCBI GenBank website and enter species along with gene of interest in search 

bar 

 
Click on search 

 



Scroll down to results and pick the entry you want to download

 
 

 

Click on “Send to” and make sure “Complete Record”, “File”, and “FASTA” are selected

 
Finally, select “Create File” to download the sequence as a .fasta file 

 


